Data descriptions for TotalSeq™-B Human Universal Cocktail v1.0 PN 399904

. . Cells loaded
Length of Stimulation No. of onto 10x Genomics Sequencin Sequencin Sequencing depth per
Dataset Stimulation conditions _g . reagent Part cells ; - - q 9 9 g q g depth p
activation : Chromium Kit Used instrument parameters sample
Number stained
Controller
Unstimulated N/A N/A N/A
. o . 423301
PMA/lonomycin Cell Activation Cocktail 6 hours (BioLegend) ~18,000 Chromium Read 1: 30 cycles
570202 - Single Cell 3' NovaSeq 6000 i7 index read: 8 cycles ~10,000 reads/cell (ADT)
INFy and TNFa r:':'T'Z'\;‘; ((52%19/ /TqLL)) 3 days 570102 500,000 3 gonors | Reagent Kits S2 flow cell i5 index read: 0 cycles | ~25,000 reads/cell (cDNA)
9 (BioLegend) ~6,000 per | PN-1000121 Read 2: 92 cycles
donor)
Lectin from Phaseolus L8754
PHA vulgaris (10pg/mL) 3 days (Sigma)

The three donors where multiplexed using BioLegend TotalSeq™ Hashtag antibodies.
Data set presented is representative of 1 donor






